Introduction
standardized and unstandardized clustering, with only a few exceptions (Fig. 3A-B ).
143
The most abundant phyla were consistent with other oyster microbiome studies, even 144 though these were from relatively warmer climates. 0.5%).
170
The apparent differences in the oyster microbiome between the two sampling sites were 171 further interrogated by employing LEfSe to identify phylotypes that significantly differ by site.
172
The proportions of four phylotypes were significantly higher in OR oysters than NI oysters two distinct naturally-occurring oyster beds in the New Hampshire Great Bay Estuary (GBE).
294
Oysters were collected using oyster tongs whereas water samples were collected by submerging 295 capped sterile bottles ~0.5m below the water surface and uncapping to fill. Samples were 296 immediately stored on ice packs in coolers until laboratory processing. Individual oysters were 297 cleaned, aseptically shucked, and thoroughly homogenized with a surface disinfected (using 90% 
